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Bith A ABPC PIPC CEZ CTRX CEPM CAZ CMZ IPM |M_EPM AZT SBT/ABPC TAZ/PIPC GM AMK ||_/[INO CPFX LVFX
Escherichia_coli (ESBLs) 252 0% 0% 0% 0% 0% 0% 99% 100% 100% 0% 24% 97% 1% 100% 93% 53% 53%
Klebsiella pneumoniae (ESBLs) 16 0% 0% 0% 0% 0% 0% 100% 100% 100% 0% 6% 81% 63% 100% 13% 38% 38%
Enterobacter aerogenes 58 0% 76% 0% 76% 98% 76% 0% 97% 100% 76% 0% 78% 100% 100% 91% 100% 100%
Escherichia coli 650 1% 6% 96% 100% 100% 100% 98% 100% 100% 100% 8% 99% 91% 100% 95% 4% 4%
Klebsiella oxytoca 110 0% 51% 63% 75% 100% 100% 100% 100% 100% 5% 57% 1% 100% 100% 90% 5% 5%
Klebsiella pneumoniae 297 0% 70%. 98% 100% 100% 100% 98% 100% 100% 100% 89% 100% 99% 100% 89% 98% 98%
Proteus mirabilis 63 94% 100% 100% 100% 100% 100% 100% 5% 100% 100% 100% 100% 97% 100% 0% 90% 90%
Serratia marcescens 47 0% 96% 0% 96% 100% 100% 0% 91% 100% 100% 0% 100% 100% 100% 4% 96% 96%
Citrobacter freundii 27 T 89% 4% 85% 100% 85% T 100% 100% 93% % 93% 100% 100% 100% 100% 100%
Citrobacter koseri 25 0% 0% 100% 100% 100% 100% 100% 100% 100% 100% 100% 100% 100% 100% 96% 92% 92%
Morganella morganii 27 0% 65% 0% 96% 100% 96% 96% 12% 100% 92% 12% 100% 88% 100% 0% 100% 100%
interobacter cloacae complex 98 5% 6% 2% 7% 100% 7% 2% 100% 100% 7% 5% 78% 98% 100% 82% 96% 96%
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Bt BRER PIPC CTRX CEPM CAZ CZ0P. TPM |M_EPM AZT SBT/CPZ TAZ/PIPC GM AMK |l_/lINO FoM CPFX LVEX ST
Acinetobacter baumannii comple 29 85% 54% 96% 93% 100% 100% 100% 0% 100% 96% 100% 100% 96% 0% 89% 96% 96%
Pseudomonas_aeruginosa 209 82% 0% 89% 84% 88% 92% 93% 69% 84% 83% 93% 100% 0% 36% 93% 89% 0%
Stenotrophomonas maltophilia 29]- - - - - - - - - - - - - - - 97% 90%
7 7 LGRS
Bt A PCG ABPC LZD DAP CEZ CMZ TPM SBT/ABPC GM ABK EM CLDM |l_/lINO yem FoM LVEX TEIC
MRSA 134 0%~ 100% 100% 0% 0% 0% 0% 58% 100% 34% 39% 82% 100% 96% 33% 100%
S. epidermidis (MRS) 65 0%~ 100% 100% 0% 0% 0% 0% 50% 100% 40% 47% 90% 100% 58% 15% 95%
Staphylococcus_aureus 239 47%[- 100% 100% 100% 100% 100% 100% 88% 100% 5% 5% 100% 100% 100% 81% 100%
Enterococcus faecalis — (Group 198- - 99% 100%[- - 100% 100%]|- - 15% 0% 30% 100%| - 97% 100%
Enterococcus faecium = (Group 83[- - 99%)| - - - 7% = - 10% 0% 41% 100%| - 2% 100%
Streptococcus agalactiae (B) 152 100% 100% 100% 100%]|- - 100% 100%]|- - 60% 60% 3% 100%|~ 69% 100%
Enterococcus faecium — (VRE) 35| - 65%[— - - 0% 0%]- - 1% 0% 32% 0%|- 0% 0%
NET VAR
Bty BRI ABPC PIPC CFDN CEZ CTRX CPZ CZ0P. CEPN-PT CMZ FMOX TPM SBT/ABPC GM AMK AZM |MI NO FoM LVEX
Haemophilus influenzae (BLNAS) 10 100% 100% 89% 0% 100% 100% 33% 67% 0% 0% 100% 100% 100% 100% 78% 100% 100% 100%
Haemophilus influenzae (BLNAR) 11 0% 100% 38% 14% 100% 100% 0% 14% 0% 0% 90% 27% 100% 100% 22% 100% 1% 100%
Haemophilus influenzae (BLPAR) 3 0% 0% 50% 0% 100% 50% 50% 100% 0% 50% 100% 33% 100% 100% 0% 100% 100% 100%
L ERE
B 28 PCG LZD EM CLDM Ve LVFX ST
Streptococcus pneumoniae (PSSP) 7 100% 100% 43% 43% 100% 86% 1%
Streptococcus pneumoniae (PISP) 16 0% 100% 0% 20% 100% 100% 87%
Streptococcus pneumoniae (PRSP) 3 0% 100% 0% 67% 100% 100% 0%
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